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REVOLUTIONIZING HEALTHCARE

WITH Al
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CSEM AT A GLANCE

We are a public-private, non-profit Swiss
technology innovation center

We enable competitiveness by developing and
transferring world-class technologies to the
industrial sector
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We support academic and industry partners to develop their technology
and tech transfer for real-world applications

Fundamental Applied Tech Product Sales &
Research Research Transfer development Industrialization Production services
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TOOLS FOR LIFE SCIENCES

Uniting Biology with Technology for Personalized Health

We innovate at the convergence of technology and life
to help bring the right treatment to each patient.
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Al FOR LIFE SCIENCE

Customized Al for your needs

We tailor predictive Al solutions by integrating and contextualizing
multi-modal data to accelerate innovation in Life Sciences.
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CUSTOMIZED Al SOLUTIONS

MULTI-MODAL DATA
INTEGRATION

Al ENGINE

Biomarker discovery
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Disease mechanism

Personalized health

Digital twin

PREDICTIVE Al
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Use case: Multimodal data integration platform
for Clinical Decision Support
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JOHN’S JOURNEY WITH MULTIPLE MYELOMA

John has been diagnosed with
Multiple Myeloma (MM)

Unfortunately, John’s myeloma
has relapsed after several lines of
treatments

How can we identify a personalized effective
treatment for John?
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A MULTIMODAL DATA-BASED PATIENT STRATIFICATION PLATFORM

Multimodal Data Patient Similarity Graph Representation
Network through Learning
2 a A data fusion .
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MULTIPLE MYELOMA COHORT
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PATIENTS’ DRUG RESPONSE PREDICTIONS /50550707 e 05311069, 05
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TAKE HOME MESSAGES

With a wide range of technical competencies, CSEM is a trusted partner to accelerate

innovation in Life Sciences

Among our Al-driven solutions, our multimodal, graph-based data integration platform offers:

1. Deep insights into patient clusters — enabling navigation through the complexity and

heterogeneity of diseases
2. Predictive modeling capabilities — supporting outcome forecasting such as drug response

3. High adaptability — tailored to diverse data types and problem domains
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CONTACT US!

Carine Poussin, PhD, MBA
Head Al for Life Sciences

carine.poussin@csem.ch
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FACING THE CHALLENGES OF OUR TIME



SIMILARITY NETWORK FUSION

Fused patient

C Patient similarity natworks Fusion Rerations similarity network
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GRAPH REPRESENTATION LEARNING
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Graph Neural Network
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ONE-VS-REST
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